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4 <110> APPLICANT: Ludevid, Doloros 

5 Torrent, Margarita 

6 Alvarez, Inaki 

7 Perez, Pascual 

9 <120> TITLE OF INVENTION: Amino acid-enriched plant protein 

10 reserves, particularly lysine-enriched maize gamma-zein, and 

11 plants expressing such proteins 
14 <130> FILE REFERENCE: 50062/004001 

16 <140> CURRENT APPLICATION NUMBER : 09/117, 246B 

17 <141> CURRENT FILING DATE: 1998-12-03 

19 <150> PRIOR APPLICATION NUMBER: PCT/FR97/00167 

20 <151> PRIOR FILING DATE: 1997-01-28 

22 <150> PRIOR APPLICATION NUMBER: FR96/01004 

23 <151> PRIOR FILING DATE: 1996-01-29 
25 <160> NUMBER OF SEQ ID NOS : 11 

27 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

29 <210> SEQ ID NO: 1 

30 <211> LENGTH: 44 

31 <212> TYPE: DNA 

32 <213> ORGANISM: Artificial Sequence 

34 <220> FEATURE: 

35 <223> OTHER INFORMATION: based on Maize 

37 <400> SEQUENCE: 1 

38 cgatgaattc aaaccaaagc caaagccgaa gccaaaagaa ttca 44 

40 <210> SEQ ID NO: 2 

41 <211> LENGTH: 46 

42 <212> TYPE: DNA 

43 <213> ORGANISM: Artificial Sequence 

45 <220> FEATURE: 

46 <223> OTHER INFORMATION: based on Maize 

48 <400> SEQUENCE: 2 

49 agcttgaatt cttttggctt cggctttggc tttggtttga attcat 46 

51 <210> SEQ ID NO: 3 

52 <211> LENGTH: 17 

53 <212> TYPE: PRT 

54 <213> ORGANISM: Maize 

56 <400> SEQUENCE: 3 

57 lie Glu Phe Lys Pro Lys Pro Lys Pro Lys Pro Lys Glu Phe Leu Gin 

58 1 5 10 15 

59 Pro 

63 <210> SEQ ID NO: 4 

64 <211> LENGTH: 28 

65 <212> TYPE: PRT 
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66 <213> ORGANISM: Maize 

68 <400> SEQUENCE: 4 

69 lie Glu Phe Lys Pro Lys Pro Lys Pro Lys Pro Lys Glu Phe Lys Pro 

70 1 5 10 15 

71 Lys Pro Lys Pro Lys Pro Lys Glu Phe Leu Gin Pro 

72 20 25 

75 <210> SEQ ID NO: 5 

76 <211> LENGTH: 20 

77 <212> TYPE: PRT 

78 <213> ORGANISM: Maize 

80 <400> SEQUENCE: 5 

81 Asp Gly lie Asp Glu Phe Lys Pro Lys Pro Lys Pro Lys Pro Lys Glu 

82 1 5 10 15 

83 Phe Lys Leu Asp 

84 20 

87 <210> SEQ ID NO: 6 

88 <211> LENGTH: 672 

89 <212> TYPE: DNA 

90 <213> ORGANISM: Maize . 

92 <220> FEATURE: 

93 <221> NAME/KEY: CDS 

94 <222> LOCATION: (1)...(672) 

96 <400> SEQUENCE: 6 

97 atg agg gtg ttg etc gtt gcc etc get etc ctg get etc get gcg age 48 

98 Met Arg Val Leu Leu Val Ala Leu Ala Leu Leu Ala Leu Ala Ala Ser 
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lie 


Ala 


Gin 


Gin 


Leu 


9Q 1 

Z -7 J 


195 








200 










205 








294 


Thr Ala Met Cys 


Gly 


Leu 


Gin 


Gin 


Pro 


Thr 


Pro 


Cys 


Pro 


Tvr 


Ala 


Ala 


295 


210 






215 










220 










296 


Ala Gly Gly Val 


Pro 


His 






















297 


225 




230 






















300 


<210> SEQ ID NO 


10 
























301 


<211> LENGTH: 723 
























302 


<212> TYPE: DNA 


























303 


<213> ORGANISM: 


Maize 






















305 


<220> FEATURE: 


























306 


<221> NAME/KEY: 


CDS 
























307 


<222> LOCATION: 


(1) 


. . (723) 




















309 


<400> SEQUENCE: 


10 
























310 


atg agg gtg ttg 


etc 


gtt 


gcc 


etc 


get 


etc 


ctg 


get 


etc 


got 


gcg 


age 


311 


Met Arg Val Leu 


Leu 


Val 


Ala 


Leu 


Ala 


Leu 


Leu 


Ala 


Leu 


Ala 


Ala 


Ser 
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